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3R+3C International Symposium
Poster Program (2024/10/22 ver.)

Poster session 1 (2024/11/19 17:30-)

P1-01(Session 8-5) Open Science and Responsible Science Communication
  Hartmut Vodermaier1

  1EMBO Press, The EMBO Journal
 
P1-02(Session 3-1) Strand asymmetry of DNA damage tolerance mechanisms

  Juan Carlos Martínez-Cañas1, Dolores Jurado-Santiago2, Mohammed al Mamun2, Esther Morafraile2, María Sacristán1,
Katsuhiko Shirahige3, Avelino Bueno1, Rodrigo Bermejo2

 
1Cancer Molecular and Cellular Biology Institute (USAL-CSIC), 2Margarita Salas Center for Biological Research (CIB-
CSIC), 3Research Center for Epigenetic Disease, University of Tokyo

 
P1-03(Session 3-2) Single-molecule analysis of uncharacterised DNA replication initiation sites using Nanopore sequencing technology

  Shin-ichiro Hiraga1, Alexandra Pyatnitskaya1, Anna Rogers2, Sathish Thiyagarajan2, Conrad Nieduszynski2, Anne
Donaldson1

  1Institute of Medical Sciences, University of Aberdeen, UK, 2Earlham Institute, Norwich, UK
 
P1-04(Session 3-3) R-loop Resolution by ARIP4 Helicase Promotes Androgen-dependent Transcription Induction

  Raissa Regina Ng1, Zhongyang Lin2, Yanmin Zhang1, Shih Chieh Ti1, Asif Javed1, Jason Wing Hon Wong1, Qingming
Fang3, Justin Wai Chung Leung4, Alex Hin Ning Tang5, Michael Shing Yan Huen1

  1The University of Hong Kong
 
P1-05(Session 3-4) DNA replication will not be required for ROS accumulation after chromosome breakages in E. coli.
  Akihiro Kaidow1,

  1Dept. Biol., Tokai Univ.
 
P1-06(Session 3-5) Visualization of DNA replication errors in living Escherichia coli cells
  Ivan Matic1

  1Institut Cochin, Paris, France
 
P1-07(Session 3-6) Top3 drives crossover migration to the meiotic chromosome axis
  Matthew Neale1,2, Tom Powell1,2, William H Gittens1,2

  1Genome Damage and Stability Centre, 2University of Sussex, UK
 
P1-08(Session 3-7) Spatial control of the APC/C ensures the rapid degradation of Cyclin B1

  Luca Cirillo1, Rose Young1, Sapthaswaran Veerapathiran1, Annalisa Roberti1, Catherine Coates1, Reyhan Muhammad1,
Theodoros Roumeliotis1, Jyoti Choudhary1, Claudio Alfieri1, Jonathon Pines1

  1ICR
 
P1-09(Session 3-8) Rad54 prevents excessive intergenerational Rad51 aggregation in fission yeast
  Goki Taniguchi1, May Alexander1, Hiroshi Iwasaki1, Hideo Tsubouchi1

  1Tokyo Institute of Technology
 



P1-10(Session 3-9) Pre-RC forming proteins commonly have G-quadruplex binding activity in the intrinsically disordered regions
  Shou Waga1, Minami Takano1, Chisa Nishio1, Kana Hosono1, Yuna Akiniwa1, Chiho Shioda1

  1Dpt. of Chem. and Biol. Sci., Japan Women’s University
 
P1-11(Session 6-1) DPPA3 Disrupts UHRF1 Chromatin Localization by Targeting the SRA Domain
  Atsuya Nishiyama2, Tanimoto Shota2, Chiba Yoshie2, Sugimura Keita2, Ota Ayana2, Arita Kyohei1, Makoto Nakanishi2

  1Yokohama City University, 2The University of Tokyo
 
P1-12(Session 6-2) Contribution of translesion synthesis for mutagenesis via a novel food-induced formamidopyrimidine-derivative

  Jun-ichi Akagi1, Masayuki Yokoi2, Yumi Miyake3, Tsuyoshi Shirai4, Tomohiro Baba5, Kohei Matsushita1, Fumio
Hanaoka2,6, Kaoru Sugasawa2, Shigenori Iwai5, Kumiko Ogawa1

 
1Div. of Pathology, Natl. Inst. of Health Sciences, 2Biosignal Res. Ctr., Kobe Univ., 3Forefront Res. Ctr., Grad. Sch. of Sci.,
Osaka Univ., 4Dept. of Bioscience, Nagahama Inst. of Bio-Sci. and Tech., 5Grad. Sch. of Eng. Sci., Osaka Univ., 6Natl.
Inst. of Genetics

 

P1-13 Temperature sensitive growth of ΔmukB cells were suppressed by the mutations on topoisomerase I or cell wall
related genes

  Koichiro Akiyama1, Niki Hironori1

  1National Institute of Genetics
 
P1-14(Session 14-3) Trajectory and uniqueness of mutational signatures in yeast mutators

  Sophie Loeillet1, Ana Houel1, Patricia Legoix2, Sylvain BAULANDE2, Kowalczykowski Stephen C.3, Arturo
LONDONO-VALLEJO1, NICOLAS Alain1,2,4

 
1Institut Curie, CNRS UMR3244 Paris France, 2Institut Curie, ICGEX, Paris France, 3University California Davis, USA,
4IRCAN CNRS, Nice, France

 
P1-15(Session 16-3) Substrate accessibility regulation of human TopIIa decatenation by cohesin
  Luis Aragon1, Erin Cutts1, Sanjana Saravanan1, Gemma Fisher1, David Rueda1

  1MRC LMS, London UK
 

P1-16 Nucleoporins cooperate with Polycomb silencers to promote transcriptional repression and repair at DNA double
strand breaks

  Yubin Bae1,

  1Daegu Gyeongbuk Institute of Science and Technology (DGIST)
 
P1-17 Cohesin is involved in the formation of elongating RNA polymerase II complex
  Masashige Bando1, Shoin Tei1, Atsunori Yoshimura1, Toyonori Sakata1, Takashi Sutani1, Katsuhiko Shirahige1

  1Institute for Quantitative Bioscience, the university of Tokyo
 
P1-18 DNA replication profiling using LD-OK-seq in ATR-inactivated cells
  Atabek Bektash1,2, Xiaoxuan Zhu1, Sachiko Sakamoto1, Chun-Long Chen3, Yasukazu Daigaku5, Masato Kanemaki1,2,4

  1National Institute of Genetics, 2SOKENDAI, 3Institut Curie, 4The University of Tokyo, 5Cancer Institute of JFCR
 
P1-19 Roles of Zpr1 in Cellular Proliferation and Genome Maintenance
  Szabolcs Bene1, Laxman Gangwani3, Dana Branzei1,2

 
1IFOM ETS - The AIRC Institute of Molecular Oncology, Italy, 2IGM - CNR (National Research Council), Italy,
3University of Missouri, Columbia, USA

 
P1-20(Session 5-2) RAD51 paralogs travel with the replicative helicase to facilitate lesion bypass



  Adeola Fagunloye1, Alessio De Magis2, Jordan Little3, Isabel Contreras1, Braulio Bonilla4, Nathan Clark3, Katrin
Paeschke2, Kara Bernstein1

 
1University of Pennsylvania School of Medicine, 2University Hospital Bonn, 3University of Utah, 4University of Pittsburgh
School of Medicine

 
P1-21 Identifying the functions of SUMO-modified proteins during meiotic recombination in budding yeast
  Regina Bohn 1,2, Aparajintha Connur1, Zijing Zhang1, Maithili Patel1, Nikhil Bhagwat 1,2, Neil Hunter1,2

  1University of California, Davis, 2Howard Hughes Medical Institute
 
P1-22(Session 6-3) Phenotypic sex determines recombination patterning in sex-reversed Rainbow Trout
  Cathrine Brekke1, Tim Martin Knutsen2

  1Faculty of Bioscience, Norwegian University of Life Sciences, 2Aquagen, Ås, Norway
 
P1-23(Session 4-7) Cytidine deaminases promote DNA replication stress resistance in pancreatic cancer cells

  Tajinder Ubhi1, Olga Zaslaver1, Andrew Quaile1, Dennis Plenker2, Nhu-An Pham3, Angela Bekesi4, Jason Moffat1, Steven
Gallinger3, Beata Vertessy4, David Tuveson2, Hannes Rost1, Grant Brown1

 
1University of Toronto, 2Cold Spring Harbor Laboratory, 3Princess Margaret Cancer Centre, 4BME Budapest University of
Technology and Economics, 5Ontario Institute for Cancer Research

 
P1-24(Session 6-4) Large-scale conservation of genomic architecture between distant species
  Rory Cerbus2, Kyogo Kawaguchi1,2,3,4, Ichiro Hiratani2

 
1RIKEN Cluster for Pioneering Research , 2RIKEN Center for Biosystems Dynamics Research (BDR), 3Institute for
Physics of Intelligence, The University of Tokyo, 4Universal Biology Institute, The University of Tokyo

 
P1-25(Session 14-4) Human endonuclease ANKLE1 processes chromatin bridges by cleaving mechanically stressed DNA
  Ying Wai Chan1, Huadong Jiang1, Fei He1,2, Artem Efremov2

  1The University of Hong Kong, 2Shenzhen Bay Laboratory
 
P1-26(Session 12-6) Hop2-Mnd1 as a Gatekeeper of DNA Sequence Fidelity in Dmc1-Mediated Recombination
  Jo-Ching Peng1, Hao-Yen Chang1,3, Yuting Liang Sun3, Mara Prentiss4, Hung-Wen Li3, Peter Chi1,2

 
1IBS, National Taiwan University,Taiwan, 2Institute of Biological Chemistry, Academia Sinica, Taiwan, 3Department of
Chemistry, National Taiwan University, Taiwan, 4Department of Physics, Harvard University, USA

 
P1-27 Meiotic Prophase roles of Chl1 in Saccharomyces cerevisiae
  Hyungseok Choi1, Keun Pil Kim1

  1Chung-Ang University, Seoul, South Korea
 
P1-28(Session 2-6) When DNA becomes its own enemy: Reconstitution of DNA-induced replication stalling

 
Gideon Coster1, Sophie Williams1,2, Corella Casas-Delucchi1, Manuel Daza-Martin1,3, Federica Raguseo4,5, Dilek
Guneri6, Yunxuan Li7, Masashi Minamino2, Emma Fletcher8, Joseph Yeeles8, Ulrich Keyser7, Waller Zoë6, Marco Di
Antonio2,4,5

 

1The Institute of Cancer Research, London, UK, 2The Francis Crick Institute, London, UK, 3IPBLN, Gradana, Spain,
4Chemistry Department, Imperial College London, MSRH, London, UK, 5Institute of Chemical Biology, MSRH, London,
UK, 6UCL, School of Pharmacy, London, UK, 7Cavendish Laboratory, University of Cambridge, Cambridge, UK, 8MRC
Laboratory of Molecular Biology, Cambridge, UK

 
P1-29 Targeting RecFOR to Postreplication Gaps

  Camille Henry1, Gurleen Kaur2, Megan Cherry2,3, Sarah Henrikus2,4, Hope Beyer1, Elizabeth Wood1, Sindhu Chitteni-
Pattu1, Antoine van Oijen2, Andrew Robinson2, Michael Cox 1



 
1University of Wisconsin-Madison, 2University of Wollongong, Wollongong, Australia, 3University of Southern California,
4The Francis Crick Institute, London

 

P1-30(Session 4-4) Controlling Genome Topology with Sequences that Trigger Post-replication Gap Formation During Replisome
Passage: The E. coli RRS Elements

  Michael Cox1, Phuong Pham2, Elizabeth Wood1, Emma Dunbar1, Myron Goodman2

  1Univeraity of Wisconsin-Madison, 2University of Southern California
 

P1-31 Condensin collaborates with topoisomerases at replication forks to facilitate fork reversal in response to replication
stress

  Megane Da Mota2, Axel Delamarre1, Antoine Barthe2, Alba Toran-Villarubias2, Cyril Ribeyre2, Jessica Jackson3,
Alessandro Vindigni3, Yea-Lih Lin2, Philippe Pasero2, Armelle Lengronne2

 
1Memorial Sloan Kettering Cancer Center - New York -USA, 2Institute of Human Genetics - Montpellier - France,
3Washington University School of Medecine - St Louis - USA

 
P1-32 Identification and functional characterization of a new crossover factor in the mouse
  Arnaud De Muyt1, Laurine Dal toe1, Céline Adam2, Mercier Mercier3, Valérie Borde2, Thomas Robert1

 
1Center of Structural Biology (CBS), CNRS, Montpellier, France., 2Institut Curie, Centre de Recherche, CNRS UMR3244,
Paris, France, 3Max Planck Institute for Plant Breeding Research, Germany

 
P1-33(Session 6-5) Altering DNA replication timing interferes with the precision of epigenome maintenance

  Qian Du1,2, Nazaret Reveron-Gomez1,3, Alva Biran1, Nicolas Alcaraz1, Jonathan Humbert1, Kyle N. Klein4,5, Peiyao A.
Zhao4,5, Masato Kanemaki6,7, David M. Gilbert4,5, Anja Groth1,3

 

1NNF Center for Protein Research,University of Copenhagen,Denmark, 2Garvan Institute of Medical Research, UNSW
Sydney, Australia, 3Biotech Research and Innovation Centre, University of Copenhagen, 4Department of Biological
Science, Florida State University, USA, 5San Diego Biomedical Research Institute, La Jolla, CA, USA, 6National Institute
of Genetics, ROIS, Mishima, Japan, 7Graduate Institute for Advanced Studies, SOKENDAI,Shizuoka,Japan

 
P1-34 Allosteric activation of the SPRTN protease by poly-ubiquitin

 
Sophie Duerauer1,2, Hyun Seo Kang3,4, Christian Wiebeler5, Yuka Machida6,7, Dina Sophia Schnapka1,2, Christian Renz8,
Denitsa Yaneva1,2, Pedro Weickert1,2, Helle Ulrich8, Michael Sattler3,4, Yuichi Machida6,7, Nadine Schwierz5, Julian
Stingele1,2

 

1Department of Biochemistry, LMU München, Munich, Germany, 2Gene Center, LMU München, Munich, Germany,
3Institute of Structural Biology, Helmholtz Munich, Germany, 4Bavarian NMR Center, Depart. of Chemistry, TUM,
Munich, Germany, 5Institute of Physics, University of Augsburg, Augsburg, Germany, 6Department of Oncology, Mayo
Clinic, Rochester, MN, USA, 7Center for Cancer Research, NCI, Bethesda, MD, USA, 8Institute of Molecular Biology
GmbH (IMB), Mainz, Germany

 
P1-35(Session 6-6) Exploring mechanisms of self/nonself discrimination at DNA level in fission yeast
  Hiro Ebina1, Shweta Saini1, Mattia Valentini1, Haochen Yu1, Yves Barral1

  1Institute of Biochemistry, ETH Zürich, Switzerland
 
P1-36 Unbiased genome-wide mapping and characterization of fragile sites in single mammalian cells
  Jothivanan Elumalai1,2, Ichiro Hiratani1,2

  1RIKEN BDR, Japan, 2Kobe University, Japan
 
P1-37(Session 19-5) Contextual Roles of BRCA2 and PALB2 in Safeguarding Centromere Integrity

  Emily Graham1, Lucia Rampazzo1, Chin Wei Brian Leung1, Jacob Wall1, Emoke Zsanett Gerocz1, Mikhail Liskovykh3,
311, Masato T. Kanemaki4, Hiroshi Masumoto2, Vladimir Larionov3, Natalay Kouprina3, Fumiko Esashi1

 
1University of Oxford, UK, 2Kazusa DNA Research Institute, Japan, 3National Cancer Institute, National Institutes of
Health, US, 4National Institute of Genetics, Japan



 
P1-38(Session 5-5) ATM and 53BP1 regulate alternative end joining-mediated V(D)J recombination
  Jinglong Wang1, Cheyenne Sadeghi1, Long Le1, Marie Le Bouteiller1, Richard Frock1

  1Stanford University
 

P1-39(Session 6-7) TTF2 induces mitotic replisome disassembly and MiDAS by coupling the TRAIP E3 ligase to DNA Polymerase
Epsilon

  Ryo Fujisawa1, Karim Labib1

  1MRC-PPU, University of Dundee, U.K.
 
P1-40(Session 17-4) Context-dependent kinetochore phosphorylation by Aurora B through microtubule-mediated substrate masking
  Hironori Funabiki1, Yiming Niu1, Hideaki Konishi1

  1The Rockefeller University
 
P1-41 Dynamic structures and functions of enzymes working in DNA double-strand break repair

  Asako Furukohri1, Sijia Liu1, Hiroko Takazaki1, Misaki Arie1, Hisashi Tatebe3, Takayuki Uchihashi2, Takayuki Kato1,
Akira Shinohara1

 
1Institute for Protein Research, Osaka University, 2Department of Physics, Nagoya University, 3Nara Institute of Science
and Technology

 

P1-42(Session 14-2) When Base Excision Repair goes wrong: chromosome fragmentation upon TORC2 inhibition depends on nuclear
actin-dependent remodeler activity

  Susan M Gasser 1,2, Kenji Shimada3, Verena Hurst3, C.D. Tarashev3, C.B. Gerhold3, Masahiko Harata3, Barbara van Loon4

 
1ISREC Foundation , 2University of Lausanne, 3Friedrich Miescher Institute for biomedical Research, 4Norwegian
Technical University

 
P1-43(Session 14-7) Disruption of chromatin induces Topoisomerase 2 activity at sites of transcriptional stress
  William Gittens1,

  1Genome Damage and Stability Centre, University of Sussex, UK
 
P1-44(Session 9-1) Principles of chromosome organisation for meiotic recombination
  Mathilde Biot2, Atilla Toth1, Christine Brun2, Leon Guichard2, Bernard de Massy2, Corinne GREY2

  1Faculty of Medecine, TU Dresden, Germany, 2IGH, CNRS University of Montpellier, France
 
P1-45 Cohesin complex oligomerization maintains end-tethering at DNA double-strand breaks.

  Jamie Phipps1,2, Mathias Toulouze1,2, Cécile Ducrot1,2, Rafaël Costa1,2, Clémentine Brocas1,2, Thomas Guerin1,2, Karine
Dubrana1,2

  1Université Paris Cité and Paris Saclay, 2Inserm, CEA, Genetic, Stability Stem Cells and Radiations, Paris
 
P1-46(Session 10-4) Mutations arising during repair of broken chromosomes in budding yeat
  James Haber1,2, Neal Sugawara1, Simona Dalin 3, Sophie Webster3, Rameen Beroukhim3

 
1Department of Biology, Brandeis University Waltham MA USA, 2Tokyo Institute of Technology, Tokyo Japan, 3Dana
Farber Cancer Institute, Boston, USA

 

P1-47 A combinational degron system with AID2 and BromoTag uncovers the relationship between DNA replication and
the cell cycle

  Yuki Hatoyama1,2, Moutushi Islam1,2, Masato Kanemaki1,2,3

 
1National Institute of Genetics, Department of Chromosome Science, 2SOKENDAI, Graduate Institute for Advanced
Studies, 3The University of Tokyo, Department of Biological Science

 
P1-48 Cooperation of Cdt2 C-terminal Motifs in Regulating CRL4Cdt2 Dynamics at the DNA Replication Site.



  Akiyo Hayashi 1, Tatsuya Bekki1, Masayuki Kusakabe2,3, Akiko Ueno1, Yasushi Shiomi1, Kaoru Sugasawa2,3, Hideo
Nishitani1

  1Grad. Sch. of Sci., Univ. of Hyogo, 2Biosignal Res. Ctr., Kobe Univ., 3Grad. Sch. of Sci., Kobe Univ.
 
P1-49 Deciphering the genomic basis of phenotypic variation with TAQing system
  Yuta Hirai1, Hideyuki Yone1, Ryunosuke Tahara1, Kunihiro Ohta1,2

  1Graduate School of Arts and Sciences, The University of Tokyo, 2Universal Biology Institute, The University of Tokyo
 
P1-50(Session 16-6) Embryonic genome instability upon somatic DNA replication timing program emergence

  Ichiro Hiratani1, Saori Takahashi1, Hirohisa Kyogoku1,2, Takuya Hayakawa3, Hisashi Miura1, Asami Oji1, Yoshiko
Kondo1, Shin-ichiro Takebayashi3, Tomoya Kitajima1

 
1RIKEN Center for Biosystems Dynamics Research, Kobe, Japan, 2Graduate School of Agricultural Science, Kobe Univ,
Kobe, Japan, 3Graduate School of Bioresources, Mie Univ, Tsu, Japan

 
P1-51 The interaction of histones with the amino-terminal region of Mcm2 is stabilized by FACT but unstabilized by Nap1.
  Kohji Hizume1,

  1Faculty of Medicine, Saitama Medical University
 
P1-52 Human RAD52 double-ring remodels replication forks restricting fork reversal
  Masayoshi Honda1, Spies Maria1

  1University of Iowa
 
P1-53(Session 5-4) Visualizing homology search during DNA double-strand break repair in yeast
  Aoi Makita1, Suzuka Hoshino2, Masahiko Harata1,2, Chihiro Horigome1,2

  1Tohoku University, Graduate School of Agricultural Science, 2Tohoku University, Faculty of Agriculture
 
P1-54 Distinctive nuclear zone for RAD51-mediated homologous recombinational DNA repair

 
Yasunori Horikoshi1,2,3, Shima Hiroki4, Kobayashi Wataru5,6, Schmid Volker7, Itabashi Takeshi8, Iwane Atsuko8, Sun
Jiying1, Ochiai Hiroshi9, Kinugasa Yasuha1, Fukuto Atsuhiko10, Shi Lin11, Kurumizaka Hitoshi5,6, Ikura Tsuyoshi12,
Markaki Yolanda13,14, Tate Shin-ichi2,9, Igarashi Kazuhiko4,15, Cremer Thomas13, Tashiro Satoshi1,2,3

 

1Dept. of Cellular Biology, RiRBM, Hiroshima Univ., 2RcMcD, Hiroshima Univ., 3Core Research for Organelle Diseases
in Hiroshima Univ., 4Tohoku University Graduate School of Medicine, 5Institute for Quantitative Biosciences, The
University of Tokyo, 6Graduate School of Advanced Science & Engineering, Waseda Univ., 7Dept. of Statistics, Ludwig-
Maximilians-Universität München, 8RIKEN Center for Biosystems Dynamics Research, 9Graduate School of Integrated
Sciences for Life, Hiroshima Univ., 10Graduate School of Biomedical Sciences, Hiroshima Univ., 11Dept. of Radiology,
Affiliated Hospital of Xuzhou Medical Univ., 12Radiation Biology Center, Kyoto Univ., 13Biocenter, Ludwig-Maximilians
University Munich, 14David Geffen School of Medicine, UCLA, 15Center for Regulatory Epigenome and Diseases, Tohoku
Univ.

 
P1-55(Session 9-2) Multiple mechanisms driving genomic instability in BRCA1-deficient cancer cells
  LiYao Huang1, Ashleigh King1, Jean Metson1, Raquel Cuella Martin2, J Ross Chapman1

  1MRC, WIMM, University of Oxford, 2Department of Human Genetics, McGill University
 
P1-56(Session 9-3) Spatial regulation of ribosomal RNA transcription by phase separation and transition
  Satoru Ide1,2, Yasuto Murayama2, Kazuhiro Maeshima2

  1Tokyo Metropolitan Institute of Medical Science, 2National Institute of Genetics
 
P1-57(Session 9-4) Initiation of Meiotic Recombination in Zebrafish Males
  Yukiko Imai1, Clement Julie 2



 
1Model Fish Genetics Lab, National Institute of Genetics, Japan, 2IHPE, Univ. Perpignan-CNRS-IFREMER-Montpellier
Univ., France

 

P1-58(Session 9-5) FIGNL1 AAA+++ ATPase is essential for removal of RAD51 recombinase from meiotic chromosomes and
chromosome condensation in mouse oocytes

  Masaru Ito1, Shou Soeda1, Akira Shinohara1

  1Institute for Protein Research, Osaka University
 

P1-59 Histone methyltransferase NSD2 is involved in the maintenance of chromatin during site-specific double-strand
break repair

  Koh Iwasaki1, Kai Shimizu1, Yoshitaka Kamimura2, Yasunori Horikoshi2, Jiying Sun 2, Atsushi Kaneda3, Satoshi Tashiro2,
Akira Sassa1, Kiyoe Ura1

 
1Dept. of Biol., Grad. Sch. of Sci., Chiba Univ, 2Res. Inst. for Radiation Bio. & Med., Hiroshima Univ., 3Dept. of Mol.
Oncol., Grad. Sch. of Med., Chiba Univ.

 
P1-60 Analysis of the fission yeast Nrd1 and Pof1 on the accumulation of recombination intermediates
  BEIBEI JIANG1, Jianshen Tang1, Masaru Ueno1

  1Hiroshima University
 
P1-61(Session 9-6) Aneuploidy-specific effects on tumor growth and malignant transformation
  Minji Jo1, Oltea Sampetrean2, Seietsu Rai1, Tetsuya Negoto3, Utako Kato1, Hideyuki Saya4, Toru Hirota1

  1Japanese Foundation for Cancer Research, 2Keio University, 3Kurume University, 4Fujita Health University
 
P1-62 Chl1 Supports Sister Chromatid Cohesion and Chromosome Morphogenesis during Meiosis
  Minkyung Jo1,

  1Department of Life Science, Chung-Ang University
 

P1-63 Super-Resolution Microscopy Analysis of RPA, Rad51, and Dmc1 Foci Dynamics during Meiotic Recombination in
Saccharomyces cerevisiae

  JeongHwan Joo1,

  1Chung Ang University
 
P1-64 Towards the understanding of chiasma structure
  Yasutaka Kakui1,2, Sakatsume Jun-ichi2, Sato Masamitsu2

  1Waseda Inst for Adc Study, Waseda university, 2Grad Sch of Adv Sci & Eng, Waseda University
 
P1-65 Resilient regulation of Plk1 activity in processing kinetochore-microtubule attachments
  Nana Kamakura1,2, Toru Hirota1,2

  1JFCR, Cancer Inst., Div. Exp. Pathol., 2Dept. JFCR., Grad. Sch., Tokyo Med. & Dent.
 

P1-66 Ubiquitin ligase RFWD3 and TLS polymerases contribute to PCNA ubiquitination-dependent DNA damage
tolerance in human cells

  Rie Kanao1,2, Chikahide Masutani1,2

  1Res. Inst. Environ. Med., Nagoya Univ., 2Nagoya Univ. Grad. Sch. Med.
 

P1-67 Smarcad1 and MutSα catalyze unidirectional sliding of a nucleosome away from a mismatch to facilitate eukaryotic
DNA mismatch repair on chromatin

  Eiichiro Kanatsu1, Riki Terui2, Tamiko Minamisawa3, Yasukazu Daigaku3, Tatsuro Takahashi2

 
1Graduate School of Systems Life Sciences, Kyushu University, 2Faculty of Science, Kyushu University, 3Cancer Institute,
Japanese Foundation for Cancer Research

 



P1-68(Session 9-7) The DNA-Tension-Dependent Loop Extrusion Mechanism in Dimeric SMC Complexes

 
Takaharu Kanno1,4, Biswajit Pradahan2, Pinto Adrian5, Tetiker Damla2, Baaske Martin2, Cutt Erin6, Chatzicharlampous
Constantinos3, Schüler Herwig3, Deep Amar7, Corbett Kevin7, Aragon Luis6, Virnau Peter5, Björkegren Camilla1, Kim
Eugene2

 

1Karolinska Institutet, Sweden, 2Max Planck Institute of Biophysics, Germany, 3Lund University, Sweden, 4The University
of Tokyo, Japan, 5Johannes Gutenberg University Mainz, Germany, 6MRC London Institute of Medical Sciences (LMS),
UK, 7University of California, USA

 

P1-69(Session 9-8) Cell cycle regulation of replication initiation by timely binding/dissociation of the DNA bending factor IHF in
Escherichia coli

  Kazutoshi Kasho1, Ryuji Sakai1, Kosuke Ito1, Rion Satomura1, Mizuki Yoshida1, Kenya Miyoshi1, Sho Nakazono1,
Tsutomu Katayama1

  1Kyushu University, Japan
 

P1-70 Replication Stress in Endothelial Cells Orchestrates Attenuation of Cardiomyocyte OXPHOS via Igfbp7 Secretion,
Leading to Heart Failure

  Manami katoh1, Seitaro Nomura1, Komuro Issei1

  1Department of Cardiovascular Medicine, The University of Tokyo
 
P1-71 Promotion of ATP hydrolysis by specific basic patch-dependent multimerization of budding yeast ORC on ssDNA

  Hironori Kawakami1,2, Ryoto Shimada1, Ayaka Obata1,3, Yumeho Okazaki1, Ichiro Horie1, Hisaaki Shinohara1, Tsutomu
Katayama2

 
1Lab. Syst. Immunol., Fac. Pharm. Sci., Sanyo-Onoda City Univ., 2Grad. Sch. Pharm. Sci., Kyushu Univ., 3(Pres. addr.)
Dept. Mol. Cell. Biochem., Indiana Univ., USA

 
P1-72 Chromosome-dependent aneuploid formation in Spo11-less meiosis
  Yuri Kawashima1,2, Arisa H.Oda1, Yasushi Hikida1, Kunihiro Ohta1,3

 
1Graduate School of Arts and Sciences, The University of Tokyo, 2Hiroshima University, 3Universal Biology Institute, The
University of Tokyo

 
P1-73 Structural basis for the activation mechanism of DNMT1 in DNA methylation maintenance

  Amika Kikuchi1, Hiroki Onoda2, Kosuke Yamaguchi3, Satomi Kori1, Atsushi Yamagata4, Atsuya Nishiyama5, Makoto
Nakanishi5, Pierre-Antoine Defossez3, Kyohei Arita1

 
1Grad. Sch. of Med Life Sci., Yokohama City Univ., 2NUSR., Nagoya Univ., 3Epi. and Cell Fate, CNRS., 4Ctr. of BDR
Sci., RIKEN., 5Inst. of Med. Sci., Univ. of Tokyo.

 
P1-74 Dynamic Chromosomal Distribution of Mismatch Repair Proteins in Embryonic Stem Cells
  Hyoseung Kim1, Keun Pil Kim1

  1Department of Life Science, Chung-Ang University
 
P1-75 Development of Cas9-based high throughput platform for cancer drug screening
  sohyun Kim1, Keun Pil Kim1

  1Department of Life Science, Chung-Ang University
 
P1-76 Preparation and evaluation of chromatin regulator, PCGF1-PRC1 complexes

  kisuke kobayashi1,3, Shinsuke Ito1, Yuri Tomabechi2, Sayako Kohno2, Kazushige Katsura2, Kazuharu Hanada2, Mikako
Shirouzu2, Haruhiko Koseki1,3

 
1RIKEN Center for Integrative Medical Sciences, 2RIKEN Center for Biosystems Dynamics Research, 3Graduate School
of Medicine,Chiba University
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